Figure 1. FGF-20 

+ 1 MAPLAEVGGFLGGLEGLGQQ 

ATGGCTCCCTTAGCCGAAGTCGGGGGCTTTCTGGGCGGCCTGGAGGGCTTGGGCCAGCAG 
TACCGAGGGAATCGGCTTCAGCCCCCGAAAGACCCGCCGGACCTCCCGAACCCGGTCGTC 
10 20 30 40 50 60 

+ 1 VGSHFLLPPAGERPPLLGER 

GTGGGTTCGCATTTCCTGTTGCCTCCTGCCGGGGAGCGGCCGCCGCTGCTGGGCGAGCGC 
CACCCAAGCGTAAAGGACAACGGAGGACGGCCCCTCGCCGGCGGCGACGACCCGCTCGCG 
70 80 90 100 110 120 

+ 1 RSAAERSARGG PGAAQLAHL 

AGGAGCGCGGCGGAGCGGAGCGCCCGCGGCGGGCCGGGGGCTGCGCAGCTGGCGCACCTG 
TCCTCGCGCCGCCTCGCCTCGCGGGCGCCGCCCGGCCCCCGACGCGTCGACCGCGTGGAC 
130 140 150 160 170 130 

+ 1 HGILRRRQLYCRTGFHLQIL 

CACGGCATCCTGCGCCGCCGGCAGCTCTATTGCCGCACCGGCTTCCACCTGCAGATCCTG 
GTGC CGTAGG AC GCGGC GGCC GTC G AGATAAC GGC GTGGC C GAAGGTGGACGTC T AGGAC 
190 200 210 220 230 240 

+ 1 PDGSVQGTRQDHSLFGILEF 

CCCGAC GGC AGC GTGC AGGGCACCCGGC AGGAC C AC AGCCTCTTCGGTATCTTGGAATTC 
GGGCTGCCGTCGCACGTCCCGTGGGCCGTCCTGGTGTCGGAGAAGCCATAGAACCTTAAG 
250 260 270 280 290 300 

+1 ISVAVGLVS IRGVDSGLYLG 

ATCAGTGTGGCAGTGGGACTGGTCAGTATTAGAGGTGTGGACAGTGGTCTCTATCTTGGA 
TAGTCACACCGTCACCCTGACCAGTCATAATCTCCACACCTGTCACCAGAGATAGAACCT 
310 320 330 340 350 360 

+ 1 MNDKGELYGS EKLTSECIFR 

ATGAATGAC AAAGG AGAAC TC TATGGATC AGAGAAAC TTACTTC CGAATGC ATC TTT AGG 
T ACTTACTGTTTC C TCTTGAGATACCT AGTCTC TTTGAATGAAGGCTT ACGTAGAAATC C 
370 380 390 400 410 420 

+ 1 EQFEENWYNTYSSNIYKHGD 

GAGCAGTTTGAAGAGAACTGGTATAACACCTATTCATCTAACATATATAAACATGGAGAC 
CTCGTCAAACTTCTCTTGACCATATTGTGGATAAGTAGATTGTATATATTTGTACCTCTG 
430 440 450 460 470 480 

+ 1 TGRRYFVALNKDGT PR-DGAR 

ACTGGCCGCAGGTATTTTGTGGCACTTAACAAAGACGGAACTCCAAGAGATGGCGCCAGG 
TGACCGGCGTC C ATAAAAC AC C GTGAATTGTTTC TGC C TTGAGGTTC TCTAC C GCGGTC C 
490 500 510 520 530 540 

+ 1 SK RHQKFT «J£. .FLPRPVDPERV 

TCCAAGAGGCATCAGAAATTTACACATTTCTTACCTAGACCAGTGGATCCAGAAAGAGTT 
AGGTTCTCCGTAGTCTTTAAATGTGTAAAGAATGGATCTGGTCACCTAGGTCTTTCTCAA 
550 560 570 580 590 600 

+ 1 PELYKDLLMYT * 

C C AGAATTGT AC AAGG AC C TAC TGATGT AC AC TTG A (SEQ ID NO: 1) 

GGTCTTAACATGTTCCTGGATGACTACATGTGAACT (SEQ ID NO: 2) 

610 620 630 640 650 660 



Figure 2. FGF-23 



7f 



1 ATGCGCCGCCGCCTGTGGCTGGGCCTGGCCTGGCTGCTGCTGGCGCGGGCGCCGGACGCC 60 

1MRRRLWLGLAWLLLARAPDA 20 

61 GCGGGAACCCCGAGCGCGTCGCGGGGACCGCGCAGCTACCCGCACCTGGAGGGCGACGTG 120 

21AGTPSASRGPRSYPHLEGDV 40 

121 CGCTGGCGGCGCCTCTTCTCCTCCACTCACTTCTTCCTGCGCGTGGATCCCGGCGGCCGC 180 

41RWRRLFSSTHFFLRVDPGGR 60 

181 GTGCAGGGCACCCGCTGGCGCCACGGCCAGGACAGCATCCTGGAGATCCGCTCTGTACAC 240 

61VQGTRWRHGQDSIL EIRSVH 80 

241 GTGGGCGTCGTGGTCATCAAAGCAGTGTCCTCAGGCTTCTACGTGGCCATGAACCGCCGG 300 

81VGVVVIKAVS5GFYVAMNRR 100 



301 GGCCGCCTCTACGGGTCGCGACTCTACACCGTGGACTGCAGGTTCCGGGAGCGCATCGAA 3 60 

J -101 GRLYGSRLYTVDCRFRERIE 120 

* 361 GAGAACGGC^CAACACCTACGCCTC^CAGCGCTGGCGCCGCCGCGGCCAGCCCATGTTC 420 

I 121 ENGHNTYASQRWRRRGQPMF 140 

s 

421 CTGGCGCTGGACAGGAGGGGGGGGCCCCGGCCAGGCGGCCGGACGCGGCGGTACCACCTG 480 

141 LALDRRGGPRPGGRTRRYHL 160 

481 TCCG C CCACTTCCTG C CCGTC CTG GTCTC CTG A 513 (SEO ID NO: 3) 

161 SAHFLPVLV5* 171 (S EQIDNO:4) 



Fgf-21 MAPLAEVGGF LGGLEGLGQQ VGSHFLLPPA GERPPLLGER RSAAERSA. R 

fgf-9 MAPLGEVGNY FGVQDAV . . P FGNVPVLPV. . DSPVLLSDH LGQSEAGGLP 

fgf-16 MAEVGGV FASLDWDLHG FSSSLGNVPL ADSPGFLNER LGQIEGKLQR 

fgf-22 — ____ _ _ 

xfgf-20 MAPLADVGTF LGGYDALG . Q VGSHFLLPPA. KDSPLLFNDP LAQSERLS.R 

fgf-21 GGPGAAQLAH LHGILRRRQL YCRTGFHLQI LPDGSVQGTR QDHSLFGILE 

fgf-9 RGPAVTDLDH LKGILRRRQL YCRTGFHLEI FPNGTIQGTR KDHSRFGILE 

fgf-16 GSP..TDFAH LKGILRRRQL YCRTGFHLEI- FPNGTVHGTR HDHSRFGILE 

fgf-22 — — — XGMLA 

xfgf-20 SAP . . SDLSH LQGILRRRQL YCRTGFHLQI LPDGNVQGTR QDHSRFGILE 

fgf-21 FISVAVGLVS IRGVDSGLYL GMNDKGELYG SEKLTSECIF REQFEENWYN 

fgf-9 FISIAVGLVS IRGVDSGLYL GMNEKGELYG SEKLTQECVF REQFEENWYN 

fgf-16 FISLAVGLIS IRGVDSGLYL GMNERGELYG SKKLTRECVF REQFEENWYN 

fgf-22 SYSVAVAMVT TRGVASRLYL DSNHKGDLYA SVRLAQESVF WGQSEENWSY 

xfgf-20 FISVAIGLVS IRGVDTGLYL GMNDKGELFG SEKLTSECIF REQFEENWYN 

jSfrf-21 TYSSNIYKHG DTGRRYFVAL NKDGTPRDGA RSKRHQKFTK FLPRPVDPER 

hfgf-9 TYSSNLYKHV DTGRRYYVAL NKDGTPREGT RTKRHQKFTH FLPRPVDPDK 

Wgf-16 TYASTLYKHS DSERQYYVAL MKDGSPREGY RTKRHQKFTH FLPRPVDPSK 

%f-22 THSSNLYKHV DTRRRYYVPL NQGATPSAGT RSLRRQNYTH VLPRPVDPDK 

x|pf -2 0 TYSSNLYKHG DSGRRYFVAL NKDGTPRDGT RAKRHQKFTH FLPRPVDPEK 

fgf-21 
M£gf-9 
%f-16 
ggf-22 
xfgf-2 0 
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